
Huang et al. Gut Pathogens           (2023) 15:47  
https://doi.org/10.1186/s13099-023-00572-x

RESEARCH Open Access

© The Author(s) 2023. Open Access This article is licensed under a Creative Commons Attribution 4.0 International License, which 
permits use, sharing, adaptation, distribution and reproduction in any medium or format, as long as you give appropriate credit to the 
original author(s) and the source, provide a link to the Creative Commons licence, and indicate if changes were made. The images or 
other third party material in this article are included in the article’s Creative Commons licence, unless indicated otherwise in a credit line 
to the material. If material is not included in the article’s Creative Commons licence and your intended use is not permitted by statutory 
regulation or exceeds the permitted use, you will need to obtain permission directly from the copyright holder. To view a copy of this 
licence, visit http://creativecommons.org/licenses/by/4.0/. The Creative Commons Public Domain Dedication waiver (http://creativecom‑
mons.org/publicdomain/zero/1.0/) applies to the data made available in this article, unless otherwise stated in a credit line to the data.

Gut Pathogens

Molecular characterization of Clostridium 
perfringens isolates from a tertiary children’s 
hospital in Guangzhou, China, establishing 
an association between bacterial colonization 
and food allergies in infants
Kun‑yi Huang1,6, Bing‑shao Liang2, Xiao‑yan Zhang3, Huan Chen1, Ni Ma3, Jiao‑li Lan3, Ding‑You Li4, 
Zhen‑wen Zhou5* and Min Yang1,3* 

Abstract 

Background Cow’s milk protein allergy (CMPA) is one of the most common types of food allergy in infants. Faecal 
pathogen cultures showed that the positive rate of Clostridium perfringens was more than 30%, which was signifi‑
cantly higher than that for other bacteria. Therefore, it is speculated that Clostridium perfringens colonization may 
be one of the pathogenetic factors for CMPA in infants. We conducted a real‑world evidence study. Infants aged 
0–6 months with diarrhoea and mucoid and/or bloody stools were recruited from a large tertiary hospital in China. 
Faecal pathogen cultures for the detection of Clostridium perfringens were confirmed by flight mass spectrometry, 
and potential toxin genes were identified using PCR. After 12 months of follow‑up, the diagnoses of CMPA and food 
allergy were recorded. The correlation was assessed by Pearson correlation analysis.

Results In this study, 358 infants aged 0–6 months with gastrointestinal symptoms and faecal pathogen cultures 
were recruited. A total of 270 (44.07% girls; mean age, 2.78 ± 2.84 months) infants were followed up for 12 months. 
Overall, the rate of positivity for Clostridium perfringens in faecal pathogen cultures was 35.75% (128/358) in infants 
aged ≤ 6 months. The earliest Clostridium perfringens colonization was detected within 2 days after birth. The majority 
of Clostridium perfringens isolates were classified as type C in 85 stool samples. In the Clostridium perfringens‑positive 
group, 48.21% (54/112) of infants were clinically diagnosed with food allergies after 12 months, including 37.5% 
(42/112) with CMPA, which was significantly higher than that of the negative group, with 7.59% (12/158) exhibit‑
ing food allergies and 5.06% (8/158) presenting CMPA (P < 0.0001). Faecal Clostridium perfringens positivity was sig‑
nificantly correlated with CMPA, food allergy, faecal occult blood, faecal white blood cells, antibiotic use, increased 
peripheral blood platelet counts, and decreased haemoglobin levels (P < 0.0001).
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Conclusions This study demonstrates that intestinal colonization by Clostridium perfringens is common in infants. The 
majority of Clostridium perfringens isolates are classified as type C. Colonization of the intestine by Clostridium perfrin-
gens is associated with the development of CMPA and food allergy in infants.
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Background
 From early life, the intestinal flora plays a crucial role 
in shaping the immune system, preventing colonization 
by pathogenic microorganisms, maintaining intestinal 
homeostasis, and improving the health and development 
of infants. The microbiota alters the structure and func-
tion of the immune system and reshapes the immune 
microenvironment. Disordered gut microbiome develop-
ment could aggravate balanced microbiome-host interac-
tions and promote or interfere with the development of 
specific diseases, including food allergic diseases (atopy 
and asthma) and gastrointestinal disorders (diarrhoea, 
inflammatory bowel disease, and necrotizing enterocol-
itis) [1–4].

Clostridium perfringens is a gram-positive, nonmotile, 
anaerobic bacillus widely present in the gastrointestinal 
tract of healthy humans and animals. Studies demon-
strated intestinal colonization by Clostridium perfringens 
in 27.2% of faeces from infants ≤ 1 year of age in Jordan, 
and infants aged ≤ 6 months had a higher colonization 
rate than older infants [5]. A similar study from Japan 
found Clostridium perfringens in the faeces of 18.2% of 
healthy infants who were approximately 30 days old [6]. 
The rate of colonization by Clostridium perfringens in 
caesarean-born infants is higher than that in vaginally 
born infants and can be affected by the type of feeding 
during the first month of birth [7].

Clostridium perfringens and Clostridium difficile are 
pathogenic clostridia potentially associated with gastro-
intestinal infections and allergies in infants [8]. Clostrid-
ium perfringens colonization in neonates is associated 
with necrotizing enterocolitis (NEC) development and 
severity [9]. However, the relationship between intestinal 
colonization of Clostridium perfringens and food aller-
gies or cow’s milk protein allergy (CMPA) has not been 
reported. We hypothesize that intestinal colonization of 
Clostridium perfringens in infants is associated with food 
allergy development.

Results
Clostridium perfringens colonization and clinical features
As shown in Fig.  1, a total of 358 infants aged 1  day to 
6 months had stool samples sent for pathogen culture, 
and 128 of these children were positive for Clostridium 
perfringens. The earliest gut Clostridium perfringens 

colonization was detected within 2 days after birth. 
Overall, the Clostridium perfringens colonization rate 
was 35.75% (128/358). A total of 270 infants (44.07% 
girls; mean age, 2.78 ± 2.84 months) were enrolled in a 
12-month follow-up survey (Table 1). There were no sig-
nificant differences in sex or age between the Clostridium 
perfringens-negative and Clostridium perfringens-pos-
itive groups (P > 0.05), whereas there were significant 
differences in disease duration (P < 0.001). The rates of 
positivity for Clostridium perfringens colonization were 
32.14%, 46.43%, and 21.43% in the groups exclusively fed 
with mother’s milk, fed with mother’s milk supplemented 
with formula, and exclusively fed with formula, respec-
tively (P < 0.05) (Table 1).

The main presenting symptoms were bloating, diar-
rhoea and mucoid and/or bloody stools. The incidence 
of bloating and mucoid and/or bloody stools in infants 
with or without Clostridium perfringens colonization sig-
nificantly differed (P < 0.05) (Table  1). The main clinical 
diagnoses included NEC, FPIAP, colitis and diarrhoea. 
Compared with those in the Clostridium perfringens-neg-
ative group, the rates of NEC and FPIAP in the positive 
group were significantly increased (Table  1). Moreover, 
the rate of metronidazole administration in the Clostrid-
ium perfringens-positive group was higher than that in 
the Clostridium perfringens-negative group (33.9% vs. 
10.76%) (P < 0.0001). A total of 231 patients underwent 
routine blood tests. A total of 27.27% (63/231) of patients 
had elevated white blood cell counts (> 12.0 ×  109/L, 
range 12.2 to 18.6 ×  109/L), 18.18% (42/231) of patients 
had elevated platelet counts (> 400 ×  109/L), and 13.4% 
(31/231) of patients had decreased neutrophil counts 
(< 1.5 ×  109/L). A total of 42.42% (98/231) of patients had 
anaemia (HB < 120 g/L), including 6 patients (2.59%) with 
moderate anaemia (HB < 90  g/L). There were significant 
differences in the number of leucocytosis, thrombocy-
tosis and neutropenia events between the two groups. A 
total of 267 routine stool examinations were performed, 
with positive faecal occult blood in 37.45% (100/267) 
and positive faecal white blood cells in 8.2% (22/267) of 
patients. There were significant differences between the 
two groups (P < 0.001) (Table 1).
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Clostridium perfringens potential specific toxin genes
Potential specific toxin genes were detected in 85 fae-
cal samples from 30 patients at different time points (0, 
2, 4, 12 and 24 weeks). The occurrence rates of Clostrid-
ium perfringens isolates carrying potential specific toxin 
genes were as follows: alpha toxin, 97.6% (83/85); beta-2 
toxin, 82.3% (70/85); beta toxin, 65.9% (56/85); and no 
isolates carrying other toxins. Genotypes of 83 samples 
were identified, of which 67.5% (56/83) were genotype 
C and 32.5% (27/85) were genotype A. Both genotypes 
A and genotypes C were detected in 17 patients (Table 1 
and Additional file 1: Table S1).

Food allergy development
After a 12-month follow-up survey, 24.44% of cases 
(66/270) were clinically diagnosed with food aller-
gies based on symptoms, dietary exclusion and oral 
food challenge, including 18.5% of children (50/270) 
with CMPA (Fig.  1). In our cohort of the Clostridium 

perfringens-positive group, 48.21% (54/112) developed 
food allergies, and 37.5% (42/112) developed CMPA, 
both of which were significantly higher than those in 
the Clostridium perfringens-negative group (7.59% 
(12/158) and 5.06% (8/158), respectively) (P < 0.0001) 
(Fig. 2). A total of 8.52% (23/270) of the children were 
diagnosed with allergic diseases, of whom 11 were 
diagnosed with food allergic gastroenteritis and 12 
had eczema and allergic rhinitis: 16.07% (18/112) in 
the Clostridium perfringens-positive group and 3.16% 
(5/158) in the Clostridium perfringens-negative group 
(P = 0.0002). A total of 20.37% of children (55/270) 
were fed with amino acid formula (AAF) or extensively 
hydrolysed formula (eHF), of which 8.89% (24/270) 
were fed for more than 12 months. The utilization rate 
of AAF/eHF in the Clostridium perfringens-positive 
group was 35.71% (40/112), which was higher than 
that in the negative group (9.49%, 15/158) (P < 0.0001). 
The number of children in both groups who were fed 

Number of infants with stool culture ofNumber of infants with stool culture of Clostridium perfringensClostridium perfringens (N(N==380)380)

Number of infants with stool culture of Number of infants with stool culture of C.perfringensC.perfringens (N(N==358)358)

Positive (N=128); Negative(N=230)Positive (N=128); Negative(N=230)

12 months follow up survey (N=270)12 months follow up survey (N=270)

Positive of Positive of C.perfringensC.perfringens Negative of Negative of C.perfringensC.perfringens

Newborns Newborns 

(N=23)(N=23)

Diagnosed food allergyDiagnosed food allergy

(N=54; 54/112=48.21%)(N=54; 54/112=48.21%)

11--6 months 6 months 

infants(Ninfants(N==89)89)

Newborns Newborns 

(N=53)(N=53)

11--6 months 6 months 

infants(Ninfants(N==105)105)

Diagnosed CMPADiagnosed CMPA

(N=42; 42/112=37.5%)(N=42; 42/112=37.5%)

Diagnosed food Diagnosed food allergyallergy

(N=12; 12/158=7.59%)(N=12; 12/158=7.59%)

Diagnosed CMPADiagnosed CMPA

(N=8; 8/158=5.06%)(N=8; 8/158=5.06%)

Not meeting the inclusion criteria (n=22)Not meeting the inclusion criteria (n=22)

Loss of followLoss of follow--up (n=88)up (n=88)

Fig. 1 Flow diagram of the patient group selection and outcome
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AAF and/or eHF for more than 12 months was 16.07% 
(18/112) and 3.79% (6/158), respectively (P = 0.0005) 
(Fig. 2).

Correlation of Clostridium perfringens colonization 
and food allergy
To explore the correlation between Clostridium per-
fringens positivity and food allergy, Pearson correla-
tion analysis was performed, generating a heatmap 
showing that food allergy was significantly correlated 
with positivity for Clostridium perfringens, as was stool 
occult blood, white blood cells in the stool, antibiotic 
use, increased platelets and decreased haemoglobin 
(P < 0.0001) (Fig. 3).

To explore the correlation between Clostridium per-
fringens positivity and food allergy, the heatmap was 
performed and showed the correlation between food 
allergies and Clostridium perfringens positivity, stool 
occult blood and white blood cells in stool, antibiotic 
(metronidazole) use, increased platelets and decreased 
haemoglobin (Fig. 3).

Platelets have been reported to be involved in food ana-
phylaxis and are correlated with the severity of anaphy-
laxis. Our study showed a positive correlation between 
food allergy and platelets (P < 0.0001), which is consist-
ent with reported studies. The common symptoms of 
food allergy in infants include diarrhoea and bloody 
stools, which are often misdiagnosed as acute or chronic 

Table 1 Clinical characteristics of infants with or without Clostridium perfringens colonization

*NEC Necrotizing enterocolitis, *FPIAP food protein-induced allergic proctocolitis

Positive for Clostridium perfringens Negative for Clostridium perfringens P value

Number 112 158

Male/Female 59/53 92/66 0.3655

Age (mean ± SD) (Months) 2.89±1.85 2.70±3.39 0.5922

Outpatient/inpatient 78/34 90/68 0.0342

Newborns/1‑6 months 23/89 53/105 0.0192

Main symptoms and diagnosis

 Bloating 9 (8.04%) 4 (2.53%) 0.0375

  Diarrhoea 36 (32.14%) 59 (37.34%) 0.3799

  Mucoid and/or bloody stool 63 (56.25%) 39 (24.68%) <0.0001

  NEC* 8 (7.14%) 2 (1.27%) 0.0188

  FPIAP* 36 (32.14%) 13 (8.23%) <0.0001

  Colitis 28 (25.0%) 52 (32.91%) 0.1415

  Diarrhoea 31 (27.68%) 48 (30.38%) 0.6308

Disease duration

  <2 Weeks 46 (41.07%) 105 (66.46%) 0.0002

  2 Weeks to 2 months 48 (42.86%) 39 (24.68%)

  >2 Months 18 (16.07%) 14 (8.86%)

Feeding patterns

  Exclusive breast feeding 36 (32.14%) 14 (8.86%) 0.0432

  Cow’s milk‑based formula 24 (21.43%) 102 (64.56%)

  Mixed feeding 52 (46.43%) 42 (26.58%)

Blood test (n=231)

  White blood cells >12.0×109/L 16 (14.29%) 47 (29.75%) 0.6974

  Platelet >400×109/L 39 (34.82%) 3 (1.89%) <0.0001

Haemoglobin

  >120 g/L 25 (22.32%) 108 (68.34%) <0.0001

  90‑120 g/L 53 (47.32%) 39 (24.68%)

  < 90 g/L 5 (4.46%) 1 (0.63%)

Stool test (n=267)

  Occult blood 64 (57.14%) 36 (22.78%) 0.0019

  White blood cell 17 (15.18%) 5 (3.16%) 0.0090

 Antibiotics (Metronidazole) 39 (33.9%) 17 (10.76%) <0.0001
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enteritis and treated with antibiotics. Persistent blood 
in the stool may lead to anaemia, which can explain 
the correlation between food allergy and antibiotic use 
(P < 0.0001) and haemoglobin level (P = 0.0001) in this 
study (Fig. 3).

Discussion
In this real-world evidence study, we attempted to 
assess the Clostridium perfringens colonization rate in 
Chinese infants with gastrointestinal symptoms and its 
association with food allergy and CMPA development. 
Our results showed that 35.75% of infants aged ≤ 6 
months with gastrointestinal symptoms had Clostrid-
ium perfringens colonization. The earliest Clostridium 
perfringens colonization was detected within 2 days 
after birth. At the 12-month follow-up survey, 24.44% 
of the patients were clinically diagnosed with food 
allergies, but the prevalence in the Clostridium perfrin-
gens-positive group (48.21%) was significantly higher 
than that in the negative group (7.59%) and was also 
significantly higher than the reported 11.1% prevalence 
of food allergies in the general paediatric population 
[10]. More specifically, we found that 18.52% developed 

CMPA overall, but the prevalence in the Clostridium 
perfringens-positive group (37.5%) was significantly 
higher than that in the negative group (5.06%) and was 
also significantly higher than the 2.69% occurrence 
reported in our previous study in a general paediatric 
population [11]. Our results indicated for the first time 
that Clostridium perfringens colonization is high in 
Chinese infants with gastrointestinal symptoms and is 
associated with the development of food allergies and 
CMPA.

Clostridium perfringens is widely present in the gas-
trointestinal tract of healthy humans and animals [12]. 
Nagpal et  al. [7] reported that enterotoxigenic Clostrid-
ium perfringens remained undetected on day 7 but was 
detected in 1.1%, 4.5%, 10.1% and 4.5% of infants at 1 
month, 3 months, 6 months and 3 years, respectively. 
Shaw et  al. [13] reported that 29.4% of preterm infants 
were colonized with toxin gene-carrying Clostridium 
perfringens 3 weeks after birth, and they found that 
maternal breast milk, oxygen administration and antibi-
otic treatment were inversely associated with the coloni-
zation rate. Our study showed that 33.52% of infants with 
gastrointestinal symptoms had Clostridium perfringens 

Fig. 2 The percentage of food allergies and the use of hypoallergenic formula in the two groups. Bar charts show the proportion of different 
subclusters in the different groups (*** p < 0.001, **** p < 0.0001)
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colonization, and the rates of Clostridium perfringens 
positivity in neonates and infants aged 1–6 months were 
30.25% and 45.88%, respectively. The different coloni-
zation rates may have been due to the different patient 
populations, modes of delivery, feeding methods and gas-
trointestinal disease statuses.

Clostridium perfringens and Clostridium difficile are 
pathogenic clostridia potentially associated with gas-
trointestinal infections and allergy in infants [8]. In the 
1980s, studies reported the testing of sensitization and 
oral tolerance to ovalbumin and chemicals with Clostrid-
ium perfringens toxins [14, 15], but the relationship 
between intestinal colonization by Clostridium perfrin-
gens and food allergies has not been previously reported. 
Prior studies have demonstrated that Clostridium per-
fringens colonization may cause a wide variety of patho-
logical conditions ranging from asymptomatic infections 
to severe life-threatening septic shock, such as gas gan-
grene, food poisoning, necrotic enteritis, antibiotic-asso-
ciated diarrhoea, bacteraemia, enterotoxaemia and severe 
intravascular haemolysis [16–21]. Studies have focused 
on Clostridium perfringens infection and its capacity to 

generate an array of lethal toxins (seven major toxino-
types A–G) and enzymes, such as lecithinase, fibrinase, 
hyaluronidase, collagenase and DNA enzymes, which 
contribute to its invasiveness. Although most identified 
diarrhoea-associated pathogens were viruses, no specific 
pathogen was found in almost 80% of reported cases. 
Possible aetiologies for those cases may include gastro-
intestinal infections with Clostridium perfringens and 
dietary/environmental factors [22, 23]. There has been 
no report on whether Clostridium perfringens coloniza-
tion affects the development of food allergies in children. 
In our cohort of 112 infants with confirmed Clostridium 
perfringens colonization, 48.21% of them developed 
food allergies, and 37.5% developed CMPA, and both of 
these prevalences are significantly higher than those in 
the Clostridium perfringens-negative group (7.59% and 
5.06%, respectively) and significantly higher than those 
reported in the general paediatric population. Further-
more, correlation analysis showed that food allergy was 
significantly associated with Clostridium perfringens 
colonization, as well as antibiotic use, stool occult blood, 
white blood cells in stool, platelets and haemoglobin 

Fig. 3 Heatmap showing the correlation characteristics of Clostridium perfringens colonization; *P < 0.05; **P < 0.001; ***P < 0.0001
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levels in our cohort. Our results clearly demonstrated 
that Clostridium perfringens colonization in the 1st year 
of life may promote the development of food allergies 
and CMPA.

The immunopathological mechanisms by which 
Clostridium perfringens colonization promotes food 
allergies are still unclear. Research has suggested that 
Clostridium perfringens enterotoxin (CPE) plays a key 
role in promoting tight junction disassembly and induc-
ing epithelial damage [24], which lead to changes in 
microbiota and trigger host immune responses [25]. 
Variations in immune cell populations are largely driven 
by the environment and microbial antigens [26]. It is 
interesting that subjects who showed high coloniza-
tion by Clostridium did not carry Bacteroides and Kleb-
siella, both of which were significantly correlated with 
allergy development [27]. There are only a few studies 
on Clostridium perfringens colonization and food allergy, 
but the results are inconsistent. Nakayama J reported 
that allergic infants had high colonization by Bacteroides 
and/or Klebsiella and less colonization by Clostridium 
perfringens/butyricum [27]. In contrast, another study 
reported that Clostridium was more abundant in allergic 
infants [28, 29]. Roessler et  al. [30] proved that the fae-
cal Clostridium perfringens cluster I-II levels remained 
unaffected, suggesting either a change in their activity or 
the fact that other bacterial species are responsible for 
the reduced genotoxic activity of faecal water. In sum-
mary, we speculate that Clostridium perfringens coloni-
zation causes invasive gastrointestinal infection due to 
its enterotoxins, leading to tight junction disassembly, 
epithelial damage, changes in microbiota, an abnormal 
host immune response and, eventually, the development 
of food allergies. Further studies are needed to clarify the 
underlying immunological and molecular mechanisms 
of food allergy development in infants colonized with 
Clostridium perfringens.

Conclusions
We were able to follow a cohort of 270 infants with/with-
out confirmed Clostridium perfringens colonization and 
found that 48.21% of children with Clostridium perfrin-
gens colonization developed food allergies and 37.5% 
developed CMPA. Our results demonstrate that Clostrid-
ium perfringens colonization is associated with the devel-
opment of food allergies and CMPA in Chinese infants.

Methods
A real-world case‒control study was carried out at 
Guangzhou Women and Children’s Medical Center, a 
tertiary children’s hospital in Guangzhou, China. We 
included all infants 0–6 months of age who were hos-
pitalized or in outpatient clinics due to gastrointestinal 

symptoms between January 1st, 2020, and December 
31st, 2021. Faecal samples were cultured for detection of 
Clostridium perfringens. Patients’ clinical features, feed-
ing patterns, laboratory tests, and treatment outcomes 
were documented. Patients with documented congeni-
tal metabolic diseases, immune deficiency diseases, and 
malignant tumours were excluded. A 12-month follow-
up interview was conducted, specifically for any clinical 
diagnosis of food allergies and CMPA, which included 
eczema, allergic rhinitis, and related conditions such as 
food protein-induced allergic proctocolitis (FPIAP). Food 
allergies were clinically diagnosed based on symptoms, 
dietary exclusion and oral food challenge. The insti-
tutional ethics committee of Guangzhou Women and 
Children’s Medical Center approved this study protocol 
(202,044,501).

Faecal samples were cultured for the detection of 
Clostridium perfringens and confirmed by flight mass 
spectrometry. The rectal swab was placed into nutrient 
broth and delivered to the clinical microbiology labo-
ratory within 2 h of collection; 1 mL of the sample was 
inoculated into cooked beef medium covered with a layer 
of sterile liquid paraffin oil to prevent the entry of oxygen 
into the medium. Then, the medium was heated at 80 °C 
for 15 min to eliminate competitive bacterial organisms 
before being cultured at 37 ℃ for 48 h. If much gas was 
present in the medium due to turbulent fermentation, 
15 µL of the broth was transferred to a 5% sheep blood 
agar plate and streaked from the inoculated area before 
being cultured anaerobically at 37 ℃ for 24  h. The sus-
pected colonies were identified by matrix-assisted laser 
desorption/ionization time-of-flight mass spectrometry 
(MALDI-TOF-MS) (Bruker Daltonics GmbH, Billerica, 
MA, USA). Isolates were maintained in cooked-meat 
medium with glycerol (30%) and liquid paraffin oil at 
− 80 ℃ for long-term storage.

Multiplex PCR was used to detect toxin typ-
ing of Clostridium perfringens isolates, including 
α-toxin, β-toxin, ε-toxin and ι-toxin, CPE, NetB, and 
β2-toxin(Additional file 1: Table S1). The specific primers 
used for detecting the toxic genes were the same as those 
described by Rood et al. and Harrison et al. [31, 32]. The 
PCR conditions were as follows: predenaturation at 94 ℃ 
for 5 min, followed by high-temperature denaturation for 
30 s, annealing at 50 ℃ for 30 s, 90 s at 72 ℃ for 32 cycles, 
and final extension for 5  min. Then, 1.5% agarose gel 
electrophoresis was used to examine the PCR products, 
which were subjected to UV gel imaging. The size of the 
PCR product was determined according to the marker 
position.
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Statistical analysis
The present analyses were performed using Microsoft 
Excel and Graph Pad Prism (v9.0.0). Statistical compari-
sons were conducted by the chi-squared test and one-
way analysis of variance (ANOVA). Data are presented as 
the mean ± SD for continuous variables and as percent-
ages for categorical variables. A correlation matrix was 
used to assess the relationship among Clostridium per-
fringens colonization, sex, age, food allergy, stool WBC, 
stool RBC, stool OB, blood WBC, platelets, and haemo-
globin. Significance was set at a P value of < 0.05.
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C. perfringens   Clostridium perfringens
CMPA  Cow’s milk protein allergy
FPIAP  Food protein‑induced allergic proctocolitis
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eHF  Extensively hydrolysed formula

Supplementary Information
The online version contains supplementary material available at https:// doi. 
org/ 10. 1186/ s13099‑ 023‑ 00572‑x.

Additional file 1: Table S1. Clostridium perfringens potential specific 
toxin genes.

Acknowledgements
We thank the patients and their guardians for supporting the study.

Author contributions
MY and ZZ contributed to the conception and design of the research; MY 
contributed to the acquisition and analysis of the data and drafted the 
manuscript; KH and BL contributed to the acquisition, sample detection, and 
analysis of the data; XZ, HC, NM, and JL provided patient care and analysis 
of the data; DL contributed to the interpretation of the data and revised the 
manuscript. All authors agree to be fully accountable for ensuring the integrity 
and accuracy of the work and have read and approved the final manuscript.

Funding
The National Natural Science Foundation of China funded this study 
(82070537). It had no role in the design of the study; the collection, analysis, 
and interpretation of the data; and the writing of the manuscript.

Availability of data and materials
The datasets used and/or analysed during the current study are available from 
the corresponding author upon reasonable request.

Declarations

Ethics approval and consent to participate
The study was conducted in accordance with the Declaration of Helsinki and 
approved by the Institutional Review Board (or Ethics Committee) of Guang‑
zhou Women and Children’s Medical Center (202044501).

Consent for publication
Not applicable.

Competing interests
The authors declare no competing interests.

Author details
1 Department of Gastroenterology, Guangzhou Women and Children’s Medi‑
cal Center, Guangzhou Medical University, Guangzhou, China. 2 Guangdong 
Provincial Clinical Research Center for Child Health, Guangzhou Women 
and Children’s Medical Center, Guangzhou Medical University, Guangzhou, 
China. 3 Department of Pediatrics, Guangdong Provincial People’s Hospital 
(Guangdong Academy of Medical Sciences), Southern Medical University, 
Guangzhou, China. 4 Division of Gastroenterology, Children’s Mercy Hospital, 
University of Missouri Kansas City School of Medicine, Kansas City, USA. 5 Clini‑
cal Laboratory, Longgang Maternity and Child Institute of Shantou University 
Medical College (Longgang District Maternity & Child Healthcare Hospital 
of Shenzhen City), Shenzhen, China. 6 Department of Pediatrics, The Third Affili‑
ated Hospital of Sun Yat‑sen University, Guangzhou, China. 

Received: 4 February 2023   Accepted: 14 September 2023

References
 1. Zhou B, Yuan Y, Zhang S, Guo C, Li X, Li G, et al. Intestinal flora and disease 

mutually shape the regional immune system in the intestinal tract. Front 
Immunol. 2020;11:575.

 2. Lee MJ, Park YM, Kim B, Tae IH, Kim NE, Pranata M, et al. Disordered devel‑
opment of gut microbiome interferes with the establishment of the gut 
ecosystem during early childhood with atopic dermatitis. Gut Microbes. 
2022;14:2068366.

 3. Boutin RCT, Sbihi H, McLaughlin RJ, Hahn AS, Konwar KM, Loo RS, et al. 
Composition and associations of the infant gut fungal microbiota 
with environmental factors and childhood allergic outcomes. mBio. 
2021;12:e0339620.

 4. Aziz M, Prince JM, Wang P. Gut microbiome and necrotizing enterocol‑
itis: understanding the connection to find a cure. Cell Host Microbe. 
2022;30:612–6.

 5. Al Radaideh AJ, Badran EF, Shehabi AA. Diversity of toxin genotypes and 
antimicrobial susceptibility of Clostridium perfringens isolates from feces 
of infants. Germs. 2019;9:28–34.

 6. Tonooka T, Sakata S, Kitahara M, Hanai M, Ishizeki S, Takada M, et al. Detec‑
tion and quantification of four species of the genus Clostridium in infant 
feces. Microbiol Immunol. 2005;49:987–92.

 7. Nagpal R, Tsuji H, Takahashi T, Nomoto K, Kawashima K, Nagata S, et al. 
Gut dysbiosis following C‑section instigates higher colonisation of toxi‑
genic Clostridium perfringens in infants. Benef Microbes. 2017;8:353–65.

 8. Fallani M, Rigottier‑Gois L, Aguilera M, Bridonneau C, Collignon A, 
Edwards CA, et al. Clostridium difficile and Clostridium perfringens species 
detected in infant faecal microbiota using 16S rRNA targeted probes. J 
Microbiol Methods. 2006;67:150–61.

 9. Dittmar E, Beyer P, Fischer D, Schäfer V, Schoepe H, Bauer K, et al. Necrotiz‑
ing enterocolitis of the neonate with Clostridium perfringens: diagnosis, 
clinical course, and role of alpha toxin. Eur J Pediatr. 2008;167:891–5.

 10. Ma Z, Chen L, Xian R, Fang H, Wang J, Hu Y. Time trends of childhood food 
allergy in China: three cross‑sectional surveys in 1999, 2009, and 2019. 
Pediatr Allergy Immunol. 2021;32:1073–9.

 11. Yang M, Tan M, Wu J, Chen Z, Long X, Zeng Y, et al. Prevalence, charac‑
teristics, and outcome of cow’s milk protein allergy in chinese infants: a 
population‑based survey. JPEN J Parenter Enteral Nutr. 2019;43:803–8.

 12. Nakano V, Ignacio A, Llanco L, Bueris V, Sircili MP, Avila‑Campos MJ. Mul‑
tilocus sequence typing analyses of Clostridium perfringens type a strains 
harboring tpeL and netB genes. Anaerobe. 2017;44:99–105.

 13. Shaw AG, Cornwell E, Sim K, Thrower H, Scott H, Brown JCS, et al. 
Dynamics of toxigenic Clostridium perfringens colonisation in a cohort of 
prematurely born neonatal infants. BMC Pediatr. 2020;20:75.

 14. Parish WE. Evaluation of in vitro predictive tests for irritation and allergic 
sensitization. Food Chem Toxicol. 1986;24:481–94.

 15. Gaboriau‑Routhiau V, Moreau MC. Oral tolerance to ovalbumin in mice: 
induction and long‑term persistence unaffected by Staphylococcus 
aureus enterotoxin B and Clostridium perfringens type a enterotoxin. 
Pediatr Res. 1997;42:503–8.

 16. Morris WE, Fernández‑Miyakawa ME. Toxins of Clostridium perfringens. Rev 
Argent Microbiol. 2009;41:251–60.

https://doi.org/10.1186/s13099-023-00572-x
https://doi.org/10.1186/s13099-023-00572-x


Page 9 of 9Huang et al. Gut Pathogens           (2023) 15:47  

•
 
fast, convenient online submission

 •
  

thorough peer review by experienced researchers in your field

• 
 
rapid publication on acceptance

• 
 
support for research data, including large and complex data types

•
  

gold Open Access which fosters wider collaboration and increased citations 

 
maximum visibility for your research: over 100M website views per year •

  At BMC, research is always in progress.

Learn more biomedcentral.com/submissions

Ready to submit your researchReady to submit your research  ?  Choose BMC and benefit from: ?  Choose BMC and benefit from: 

 17. Azimirad M, Gholami F, Yadegar A, Knight DR, Shamloei S, Aghdaei HA, 
et al. Prevalence and characterization of Clostridium perfringens toxino‑
types among patients with antibiotic‑associated diarrhea in Iran. Sci Rep. 
2019;9:7792.

 18. Vaishnavi C, Kaur S. Clostridium perfringens enterotoxin in antibiotic‑
associated diarrhea. Indian J Pathol Microbiol. 2008;51:198–9.

 19. Woo PC, Lau SK, Chan KM, Fung AM, Tang BS, Yuen KY. Clostridium 
bacteraemia characterised by 16S ribosomal RNA gene sequencing. J Clin 
Pathol. 2005;58:301–7.

 20. Gohari IM, Navarro MA, Li J, Shrestha A, Uzal F, McClane BA. Pathogenicity 
and virulence of Clostridium perfringens. Virulence. 2021;12:723–53.

 21. Li Z, Yan C, Gong X, Wang J. Severe intravascular hemolysis from Clostrid-
ium perfringens septicemia in a neonate with necrotizing enterocolitis in 
China: a case report. Infect Drug Resist. 2022;15:1461–5.

 22. Vernacchio L, Vezina RM, Mitchell AA, Lesko SM, Plaut AG, Acheson DW. 
Diarrhea in american infants and young children in the community set‑
ting: incidence, clinical presentation and microbiology. Pediatr Infect Dis 
J. 2006;25:2–7.

 23. Sung K, Kim JY, Lee YJ, Hwang EH, Park JH. High incidence of staphylococ‑
cus aureus and norovirus gastroenteritis in infancy: a single‑center, 1‑year 
experience. Pediatr Gastroenterol Hepatol Nutr. 2014;17:140–6.

 24. Mitchell LA, Koval M. Specificity of interaction between Clostridium 
perfringens enterotoxin and claudin‑family tight junction proteins. Toxins 
(Basel). 2010;2:1595–611.

 25. Daneshmand A, Kermanshahi H, Mohammed J, Sekhavati MH, Javad‑
manesh A, Ahmadian M, et al. Intestinal changes and immune responses 
during Clostridium perfringens‑induced necrotic enteritis in broiler chick‑
ens. Poult Sci. 2022;101:101652.

 26. Lin JD, Devlin JC, Yeung F, McCauley C, Leung JM, Chen YH, et al. Rewild‑
ing Nod2 and Atg16l1 mutant mice uncovers genetic and environmental 
contributions to microbial responses and immune cell composition. Cell 
Host Microbe. 2020;27:830–40e4.

 27. Nakayama J, Kobayashi T, Tanaka S, Korenori Y, Tateyama A, Sakamoto N, 
et al. Aberrant structures of fecal bacterial community in allergic infants 
profiled by 16S rRNA gene pyrosequencing. FEMS Immunol Med Micro‑
biol. 2011;63:397–406.

 28. Kalliomäki M, Kirjavainen P, Eerola E, Kero P, Salminen S, Isolauri E. Distinct 
patterns of neonatal gut microflora in infants in whom atopy was and 
was not developing. J Allergy Clin Immunol. 2001;107:129–34.

 29. Smehilová M, Vlková E, Nevoral J, Flajsmanová K, Killer J, Rada V. Com‑
parison of intestinal microflora in healthy infants and infants with allergic 
colitis. Folia Microbiol (Praha). 2008;53:255–8.

 30. Roessler A, Forssten SD, Glei M, Ouwehand AC, Jahreis G. The effect of 
probiotics on faecal microbiota and genotoxic activity of faecal water in 
patients with atopic dermatitis: a randomized, placebo‑controlled study. 
Clin Nutr. 2012;31:22–9.

 31. Rood JI, Adams V, Lacey J, Lyras D, McClane BA, Melville SB, et al. Expan‑
sion of the Clostridium perfringens toxin‑based typing scheme. Anaerobe. 
2018;53:5–10.

 32. Harrison B, Raju D, Garmory HS, Brett MM, Titball RW, Sarker MR. Molecu‑
lar characterization of Clostridium perfringens isolates from humans with 
sporadic diarrhea: evidence for transcriptional regulation of the beta2‑
toxin‑encoding gene. Appl Environ Microbiol. 2005;71:8362–70.

Publisher’s Note
Springer Nature remains neutral with regard to jurisdictional claims in pub‑
lished maps and institutional affiliations.


	Molecular characterization of Clostridium perfringens isolates from a tertiary children’s hospital in Guangzhou, China, establishing an association between bacterial colonization and food allergies in infants
	Abstract 
	Background 
	Results 
	Conclusions 

	Background
	Results
	Clostridium perfringens colonization and clinical features
	Clostridium perfringens potential specific toxin genes
	Food allergy development
	Correlation of Clostridium perfringens colonization and food allergy

	Discussion
	Conclusions
	Methods
	Statistical analysis

	Anchor 16
	Acknowledgements
	References


